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TACTACTTTCCCTGGTGTGTGGCATATTCACACTTAGTCTTAGCAGTGTTGCC 

TCCATCAGACAAAGTTGTAGATGTTCCTTGGATAATTTGGACTGGAAGAAAAGA 

GACATGGAAGGGGACAGATGGTGTTTAGGGT GAGG CAGATGTCATTATAAAGT 

GACTTGTCTTTCATTAATTGGAGCATATAATTA TTTTA CCTTTGGGCATGAACTC 

ATTTTGCTATTCTTCAACTGTGTAATGATTGCATTT TATTA GTAATAGAACAGGA 
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GGTTCATGCCTGTAATCCCAGCATTTTTGGGAGGCCGAGGCGGGTGGATCAC 
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™ FIG. 16A 

5'UTR SEQUENCE (5' TO 3') OF HIV-1(U5-R) 

GGTCTCTCTGGTTAGACCAGATCT GAGCCTGGGAGCTCTCTGGCTAACT 

AGGGAACCCACTGCTTAAGCCTCAATAAAGCTTGCCTTGAGTGCTTCAAGTA 

GTGTGTGCCCGTCTGTTGTGTGACTCTGGTAACTAGAGATCCCTCAGACCCTT 

TTAGTCAGTGTGGAAAATCTCTAGCAGTGGCGCCCGAACAGGGACCTGAAAG 

CGAAAGGGAAACCAGAGGAGCTCTCTCGACGCAGGACTCGGCTTGCTGAA 

GfTGrfiCACG GCAAGAGGCGAGGGGCGG CGACTGGTGAGTACGCCAAAAA 

TTTTGACTAGCGGAGGCTAGAAGGAGAGAG 
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